The family Asfarviridae includes the single species African swine fever virus, isolates of which have linear dsDNA genomes of 170-194 kbp. Virions have an internal core, an internal lipid membrane, an icosahedral capsid and an outer lipid envelope.
GENOME
The genome consists of a single molecule of linear, covalently closed-ended dsDNA of 170-194 kbp. The terminal loops are present as two flip-flop forms that are inverted and complementary. Adjacent to both termini are arrays of directly repeated 2.1 kbp units [2] .
REPLICATION
African swine fever virus replicates in cell types of the mononuclear-phagocytic system, including fixed-tissue macrophages. Virus enters cells by clathrin-mediated and dynamin-dependent endocytosis and macropinocytosis [3] , and requires entry to the endosomal pathway for uncoating (Fig. 2 ). Viral uncoating relies on host factors during endosomal passage, and capsid disassembly occurs at the acid pH of the endosomal lumen [3] . Cellular lipids are also required in this process. After capsid degradation and membrane fusion, viral cores exit endosomes. The ubiquitin-proteasome system is involved in final degradation of the viral cores to set free the viral DNA in order to start replication [4] . Virus DNA replication and assembly take place in perinuclear factory areas, to which the virus is transported in association with the microtubular motor light-chain dynein. Newly assembled Immunity acquired by non-lethal infection or vaccination is associated with the presence of neutralising antibodies [6] .
TAXONOMY
The species African swine fever virus was once included in the family Iridoviridae, but is now assigned to the genus Asfivirus, family Asfarviridae. The unclassified faustoviruses, kaumoebavirus and Pacmanvirus [7] , have about 30 genes related to those of African swine fever virus, but their genomes are considerably larger (about 400 kbp compared to 170-194 kbp).
RESOURCES
Full ICTV Online (10th) Report: www.ictv.global/report/asfarviridae.
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